and IP ring systems, the face-to-face separation being 3.695 (2) Å .
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Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: DIAMOND (Brandenburg & Putz, 1999) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) .
S1. Introduction
Imidazo[4,5-f][1,10]phenanthroline (IP) derivatives have been used to recognize the secondary structure of DNA in Ru(II) complexes. IP also an important heteroaromatic N-donor ligands for the construction of coordination polymers. A handful of comcpounds based on IP and carboxylate ligands have been described (Liu et al., 2009; Stephenson et al., 2008; Wu et al., 1997; Yang et al., 2010) . The title compound was prepared during an attempt to prepare a coordination polymer containing both benzenetricarboxylate (BTC) and IP ligands, however, an simple dinuclear complex obtained.
S2. Synthesis and crystallization
Nickel nitrate hexahydrate and benzenetricarboxylate acid were obtained commercially. imidazo [4,5-f] [1,10]phenanthroline was prepared via a published procedure (Wu et al. (1997) 
S3. Refinement
All H atoms were found in a difference Fourier map. The H atoms bound to C or N atoms were placed in calculated positions, with C-H= 0.93Å (CH) or N-H=0.86Å (NH)), U iso (H)= 1.2 times U eq (C or N). The H atoms bound to O atoms were restrained with O-H = 0.85 Å, and refined with U iso (H)= 1.5 times U eq (O). ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (12 (7) 0.0009 (7) 0.0065 (7 Symmetry codes: (ii) x, y−1, z+1; (iii) −x+2, −y+1, −z+1; (iv) −x+1, −y+2, −z+1; (v) x−1, y+1, z; (vi) x, y, z+1.
